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The linkage groups run vertically, with the left arm at the top. A+ the left of each is the group drawn to scale. In the center is
an unequivocal requence of genes for the linkage grwp. Other genes ore represented by vertical lines to the right of the unequivocal sequence. Solid lines indicate the precise limits (not statistical limitt ) of the possible locations of those genes. For those
genes not precisely bracketed, opproximote locotionr ore indicated
by dashed lines. Circler represent the centromerer in their
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